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AARHERE 1% H/NER 2y 8. R W JE . BRI RE. sk Bk, s,

AhrdE A TN R R, SiEE . . B k. mnsCh s maE e Deky (BHE
KIERTECE N ZZVEN ). REEER . Aok 1 AXERCHk AEER [4E2ERC, NImBEERDY. B
A, CIRBERREN. WEIR SN FEREEREN. MEWilELipase CRIUE: Kith % Aspergillus oryzae). A
ViR Xylanase CRJE: M #i1%F Aspergillus niger). a -JEFfAlpha-amylase CRIE: K #h % Aspergillus
oryzae). kA MEGGlucoseoxidase CRIF: B MiFAspergillusniger). F44E & MiHenicellulase
CRIET i B Aspergillusniger). EARMEALERES I H M —FhE 2 M, SIRG R L H (18
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A4 BHEKIER AT AGB/T 8885F1GB 31637HIHLE -
2.1.5 BR/NEIER N T AGB/T 8883F1GB 31637 HIFAE -
2.1.6 REEEBMNATECB/T 22493 HIE -

2.1.7 B NAFEGB/T 219241 FILE o
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N /N N /N N /N /N
#* # # e B3 # #
Koy, % < | 14.0 | 145 | 14.5 | 14.0 [ 14.0 | 14.0 14.5 GB 5009. 3
Koy (BAFEE, % < 0.7 GB 5009. 4
T, % = 25 26 28 22 <24 | 22 30 GB/T 5506. 3
ML ERE, min =] 3.0 3.0 3.5 | <3.5 | <2 3 7 GB/T 14614
Feva U, s = | 250 200 200 150 | 160 | 200 250 GB/T 10361
FH A CB36 5 fifi 4@ it CB30 =i Axidid GB/T 5507
TWE, % < 0. 02 GB/T 5508
W48, o/kg < 0. 003 GB/T 5509
REWTERME (LABE ) < 80 GB/T 5510
R B, ne/ke < 5.0 GB 5009. 22
A (LLAs 1), mg/kg < 0.4 GB 5009. 11
£y (BLPb i), mg/kg < 0.2 GB 5009. 12
b (bhcdit), mg/kg < 0.1 GB 5009. 15
& (LLHg ), mg/kg < 0. 02 GB 5009. 17
B (LLCr) 1), mg/keg < 1.0 GB 5009. 123
#FH[alth, wg/ke < 5.0 GB 5009. 27
ININTS, mg/kg < 0.05 GB/T 5009. 19
W, me/kg < 0. 05 GB/T 5009. 19
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